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Background: Hemophilus influenzae is among the bacteria
frequently isolated from community-acquired respiratory tract
infections. Non-encapsulated strains frequently colonize the upper
respiratory tract. There is a need to survey national and local
changes in antimicrobial susceptibility patterns in order to mon-
itor the increase in resistance, provide better therapy for patients,
and maintain the effectiveness of available drugs. The carriage of H.
influenzae, antimicrobial susceptibility patterns and disease devel-
opment are poorly understood in Belarus. Nasopharyngeal carriage
of H. influenzae is a key factor in the disease development and in the
spread of resistant strains within the community. Asymptomatic
nasopharyngeal (NP) carriage of H. influenzae is prevalent in young
people and children, and precedes the development of invasive dis-
ease. Young people and children with H. influenzae colonization are
an important vector for horizontal spread of these strains within
the community. H. influenzae carriage strains have been used as a
proxy marker to predict drug resistance patterns.

Methods and materials: a prospective survey was conducted
to determine the prevalence of asymptomatic nasopharyngeal
carriage of H. influenzae in Belarus and to determine the antibi-
otic resistance patterns of these organisms to commonly used
antimicrobial agents. All data refer to the period 2015–2017,
and were collected at the Medical State University, Reference
Center for Infectious Diseases of the Belarus Ministry of Public
Health. Nasopharyngeal swabs were obtained from 400 unvacci-
nated healthy young people, who were from a closed community,
during 2015 and 2017. The overall H. influenzae carriage rate was
80.75%.

Results: susceptibility testing revealed that 22.2% of H. influen-
zae were resistant to trimethoprim/sulfamethoxazole. Resistance
to amoxicillin and clarythromycin was 1.5%. All isolates were
susceptible to erythromycin, ceftriaxone, levofloxacin and van-
comycin. The control strain used was H. influenzae ATCC 49766.

Conclusion: nowadays penicillins, cephalosporins, macrolides,
lincosamides, and “respiratory fluoroquinolones” (gemifloxacin,
moxifloxacin and levofloxacin), retain high activity against of
infection due to H. influenzae, and can be recommended for empir-
ical treatment of H. influenzae infections. The lowest activity
among all the compounds studied was recorded for trimetho-
prim/sulfamethoxazole.

Monitoring antimicrobial resistance of H. influenzae enable us
to estimate the state of antimicrobial resistance and to control its
further development.
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Background: The Emergence of plasmid-mediated colistin
resistance in poultry origin Escherichia coli has become a major
global concern. As colistin has also been being used in breeder
chicken for several years, we conducted this study in 108 breeder
farms of Bangladesh to unveil the present prevalence and molecular
basis of colistin-resistance of E. coli (CREC) in breeder poultry.

Methods and materials: During a one year study period, fol-
lowing standard wet-lab procedure, we isolated 24 (26.1%; 95%CI:
18.2–35.9) CREC among which 62.5% (95%CI: 38.5–81.6) isolates
were confirmed, by both simplex and multiplex polymerase chain
reaction (PCR), carrying one or more mcr gene(s).

Results: In PCR, the mcr-1, mcr-2 and mcr-3 were detected in
eight (50%; 95%CI: 28–72). one (6.25%; 95%CI: <0.01–30.3) and
four (25%; 95%CI: 9.7–50), respectively. phenotyphically resistant
E. coli isolates with an average MIC value of 8.11 �g/mL. Analysis of
sequence data elucidates that one mcr-1(MK790628) is clustered
with most other gram negative bacteria isolated from different
hosts (including E. coli from chicken), but another one (MK790629)
has a distinct origin. Besides, we have observed that E. coli may
loss mcr gene possessing plasmid during preservation and/or sub-
culturing; and some isolates may reluctant to express mcr gene
during in vitro experiment.

Conclusion: As per our knowledge, it is the first report on the
detection and sequencing of mcr-1 gene of E. coli isolated from
breeder chicken. The findings of this study clarify the emergence
of CREC in breeder chicken; and recommend the reduction of col-
istin usage along with adoption of an on-time surveillance system
in poultry farms.
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Background: For decades, antimicrobials has been used in live-
stock for treatment and as growth promotor. It has been suggested
that overall burden of antimicrobial resistance has increased due to
contribution of antimicrobial use (AMU) from animals. Surveillance
of AMU in animal production system is one of the key objectives
of Pakistan National Action Plan on AMR. Therefore, aims of this
study was to monitor AMU in commercial dairy and poultry farms
in Pakistan.

Methods and materials: Two large corporate commercial dairy
farms and two commercial broilers farms in Pakistan were selected
for monitoring AMU for a period of one year. For chicken, the
amount of antimicrobial administered by the farmer to produce
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